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SEQUENCE LISTING 



<110> Ernst-Moritz-Arndt University Greifswald 

<120> Use of the Multifunctional Transcription Factor Yin Yang 1 and 
Variants Thereof for Treating Illnesses, Especially Type 1 Diabetes 

<130> P 62096 

<160> 8 

<170> Patentin version 3.1 

<210> 1 

<211> 2256 

<212> DNA 

<213> Rattus norv. 

<220> 

<221> CDS 

<222> (73) . . (1125) 

<223> YYl (BB/OK) 



<220> 

<221> misc_f eature 

<222> (1759) . . (1917) 

<223> Zinc finger 



<220> 

<221> misc_feature 

<222> (955) . . (1125) 

<223> Zinc finger 



<220> 

<221> Intron 

<222> (1126) . . (1758) 

<223> 



<220> 

<221> promoter 
<222> (1) . . (72) 
<223> 



<220> 

<221> CDS 

<222> (1759) . . (1938) 

<223> YYl (BB/OK) 



100 

<400> 1 

ccgcctcctc gcccgccctc ccgcagccca ggagccgagg ctgccgcggc cgtggcggcg 60 

gagccctcag cc atg gcc teg ggc gac acc etc tac att gee aeg gac gge 111 
Met Ala Ser Gly Asp Thr Leu Tyr lie Ala Thr Asp Gly 
15 10 . 

teg gag atg cca gcc gag ate gtg gaa ctg cat gag att gag gtg gag 159 
Ser Glu Met Pro Ala Glu He Val Glu Leu His Glu He Glu Val Glu 
15 20 25 

acc ate ccg gtg gag act ate gag acc aeg gtg gtg ggc gag gag gag 207 
Thr He Pro Val Glu Thr He Glu Thr Thr Val Val Gly Glu Glu Glu 
30 35 40 45 

gac gac gac gaa gac gac gag gat ggt ggc ggc gga gac eae ggt gge 255 
Asp Asp Asp Glu Asp Asp Glu Asp- Gly Gly Gly Gly Asp His Gly Gly 
50 55 60 

999 99c gge eae ggg eae get gge eae eae eat eae eae eae eae eae 303 
Gly Gly Gly His Gly His Ala Gly His His His His His His His His 
65 70 75 

cac cac ccg ccc atg ate gcg ctg cag ccg ctg gtc acc gac gac ccg 351 
His His Pro Pro Met He Ala Leu Gin Pro Leu Val Thr Asp Asp Pro 
80 85 90 

acc caa gtg cac eae cac caa gag gtg att ctg gtg cag aeg cgc gag 399 
Thr Gin Val His His His Gin Glu Val He Leu Val Gin Thr Arg Glu 
95 100 105 

gag gta gtg ggt ggc gac gac teg gac ggg ctg cgc gcc gag gac ggg 4 47 

Glu Val Val Gly Gly Asp Asp Ser Asp Gly Leu Arg Ala Glu Asp Gly 
110 115 120 125 

tte gag gae cag ate etc att ccg gta cec gcg ccg gee ggc gga gac 4 95 

Phe Glu Asp Gin He Leu He Pro Val Pro Ala Pro Ala Gly Gly Asp 
130 135 140 

gae gac tac ate gag cag aeg ctg gtc ace gtg gcg gcg gee gge aag 543 
Asp Asp Tyr He Glu Gin Thr Leu Val Thr Val Ala Ala Ala Gly Lys 
145 150 155 

age ggt ggc ggg tct teg teg ggc ggc ggc cgc gtt aag aag ggc gge 591 
Ser Gly Gly Gly Ser Ser Ser Gly Gly Gly Arg Val Lys Lys Gly Gly 
160 165 170 

gge aag aag age ggc aag aag agt tac ctg ggc age ggg gcc ggc gcg 639 
Gly Lys Lys Ser Gly Lys Lys Ser Tyr Leu Gly Ser Gly Ala Gly Ala 
175 180 185 

gcg ggc ggt ggc gge gee gae ccg ggt aat aag aag tgg gaa cag aag 687 
Ala Gly Gly Gly Gly Ala Asp Pro Gly Asn Lys Lys Trp Glu Gin Lys 
190 195 200 205 

cag gtg cag ate aag acc ctg gag gge gag tte teg gtc acc atg tgg 735 
Gin Val Gin He Lys Thr Leu Glu Gly Glu Phe Ser Val Thr Met Trp 
210 215 220 
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tct tea gat gaa aaa aaa gat att gac cat gaa aca gtg gtt gaa gag 783 
Ser Ser Asp Glu Lys Lys Asp lie Asp His Glu Thr Val Val Glu Glu 
225 230 235 

cag ate att ggg gag aac tea eet ect gat tat tct gaa tat atg aca 831 
Gin lie lie Gly Glu Asn Ser Pro Pro Asp Tyr Ser Glu Tyr Met Thr 
240 245 250 

ggc aag aaa etc cct cct gga ggg ata ect ggc att gac etc tea gac 879 
Gly Lys Lys Leu Pro Pro Gly Gly lie Pro Gly lie Asp Leu Ser Asp 
255 260 265 

ccc aag caa ctg gca gaa ttt gcc aga atg aag cca aga aaa att aaa 927 
Pro Lys Gin Leu Ala Glu Phe Ala Arg Met Lys Pro Arg Lys lie Lys 
270 275 280 285 

gaa gat gat get cca aga aca ata get tgc cct cat aaa ggc tgc aca 975 
Glu Asp Asp Ala Pro Arg Thr lie Ala Cys Pro His Lys Gly Cys Thr 
290 295 300 

aag atg ttc agg gat aac tct get atg aga aag cat ctg cac ace cac 1023 
Lys Met Phe Arg Asp Asn Ser Ala Met Arg Lys His Leu His Thr His 
305 310 315 

ggt ccc aga gtc cac gtc tgt gca gaa tgt ggc aaa gcg ttc gtt gag 1071 
Gly Pro Arg Val His Val Cys Ala Glu Cys Gly Lys Ala Phe Val Glu 
320 325 330 

age tea aag eta aaa cga cac cag ctg gtt eat act gga gaa aag ccc 1119 
Ser Ser Lys Leu Lys Arg His Gin Leu Val His Thr Gly Glu Lys Pro 
335 340 345 

ttt cag gtagagccag tteetgttcc ceaaactgea agetagggtg etggteaggg 1175 

Phe Gin 

350 

1235 
1295 
1355 
1415 
1475 
1535 
1595 
1655 
1715 
1770 

Cys Thr Phe Glu 
355 



tggttgatat 


caagcaetat 


ggggcacegg 


ttggggtatt 


ttattcccat 


ccctcctgtc 


tgettgggtt 


cetggttact 


getegggact 


geaggtgtta 


eagatggggg 


tggagggatt 


atgegaagea 


eeeeeacact 


aaatttctag 


eaggtttaca 


aaaaetcaac 


agttttgttt 


tgtagtgagt 


agtgtgttga 


attaetgata 


gagtgettat 


aagtgctgtt 


ggctacaget 


ceaggtgaca 


ettggtgctg 


ettatagaag 


actcgtgagt 


tgaeagttgg 


cateaetaaa 


tatcttaate 


atetgtagtc 


tacttcctag 


agtgtctetg 


aaaaeaetea 


agetgtaaat 


ttgeactcag 


cacagceett 


etgtttetea 


agaactagcc 


atgggttgtt 


agtateagag 


atcecagtgt 


gteagttcta 


aaataecetc 


agaagggtte 


cagaegagga 


aggaggeatg 


cteagcagaa 


tagtaggtgg 


tttecateta 


ageagtgage 


eategatece 


eaggttetgg 


tetcatttgc 


caagagggtt 


gatatctggt 


ttttccttga 


cag tgc aca ttc gaa 
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ggc tgc ggg aag cgc ttt tea ctg gac ttc aat ttg cgc acg cat gtg 1818 
Gly Cys Gly Lys Arg Phe Ser Leu Asp Phe Asn Leu Arg Thr His Val 
360 365 370 

cga ate eat aee gga gae agg eec tat gtg tgc ccc ttc gac ggt tgt 1866 
Arg lie His Thr Gly Asp Arg Pro Tyr Val Cys Pro Phe Asp Gly Cys 
375 380 385 

aat aag aag ttt get cag tea act aae etg aaa tet eae ate tta aea 1914 
Asn Lys Lys Phe Ala Gin Ser Thr Asn Leu Lys Ser His He Leu Thr 
390 395 400 

cac get aaa gee aaa aac aac cag tgaaaagaag agagaagacc ttctcgacce 1968 
His Ala Lys Ala Lys Asn Asn Gin 
405 410 

cgggaageet etteaggagt gtgattggga ataaatatgc cteteetttg tatattattt 2028 

etaggaagaa ttttaaaaat gaateetaca eaettaaggg acatgttttg ataaagtagt 2088 

aaaaatttaa aaaaataett taataagatg acattgetaa gatgctetat cttgctctgt 2148 

aatctcgttt caaaaacaag gtgtttttgt aaagtgtgge cecaacagga ggacaattca 2208 

tgaaettege ateaaaagae aattetttat acaaeagtgc taaaaatg 2256 

<210> 2 

<211> 411 

<212> PRT 

<213> Rattus norv. 

<220> 

<221> misc_f eature 

<222> (1759) . . (1917) 

<223> Zinc finger 

<220> 

<221> misc_f eature 

<222> (955) . . (1125) 

<223> Zinc finger 

<400> 2 

Met Ala Ser Gly Asp Thr Leu Tyr He Ala Thr Asp Gly Ser Glu Met 
15 10 15 



Pro Ala Glu He Val Glu Leu His Glu He Glu Val Glu Thr He Pro 
20 25 30 



Val Glu Thr He Glu Thr Thr Val Val Gly Glu Glu Glu Asp Asp Asp 
35 40 45 



Glu Asp Asp Glu Asp Gly Gly Gly Gly Asp His Gly Gly Gly Gly Gly 
50 55 60 
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His Gly His Ala Gly His His His His His His His His His His Pro 
65 70 75 80 



Pro Met lie Ala Leu Gin Pro Leu Val Thr Asp Asp Pro Thr Gin Val 
85 90 95 



His His His Gin Glu Val He Leu Val Gin Thr Arg Glu Glu Val Val 
100 105 110 



Gly Gly Asp Asp Ser Asp Gly Leu Arg Ala Glu Asp Gly Phe Glu Asp 
115 120 125 



Gin He Leu He Pro Val Pro Ala Pro Ala Gly Gly Asp Asp Asp Tyr 
130 135 140 



He Glu Gin Thr Leu Val Thr Val Ala Ala Ala Gly Lys Ser Gly Gly 
145 150 155 160 



Gly Ser Ser Ser Gly Gly Gly Arg Val Lys Lys Gly Gly Gly Lys Lys 
165 170 175 



Ser Gly Lys Lys Ser Tyr Leu Gly Ser Gly Ala Gly Ala Ala Gly Gly 
180 185 190 



Gly Gly Ala Asp Pro Gly Asn Lys Lys Trp Glu Gin Lys Gin Val Gin 
195 200 205 



He Lys Thr Leu Glu Gly Glu Phe Ser Val Thr Met Trp Ser Ser Asp 
210 215 220 



Glu Lys Lys Asp He Asp His Glu Thr Val Val Glu Glu Gin He He 
225 230 235 240 



Gly Glu Asn Ser Pro Pro Asp Tyr Ser Glu Tyr Met Thr Gly Lys Lys 
245 250 255 



Leu Pro Pro Gly Gly He Pro Gly He Asp Leu Ser Asp Pro Lys Gin 
260 265 270 



Leu Ala Glu Phe Ala Arg Met Lys Pro Arg Lys He Lys Glu Asp Asp 
275 280 285 



Ala Pro Arg Thr He Ala Cys Pro His Lys Gly Cys Thr Lys Met Phe 
290 295 300 
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Arg Asp Asn Ser Ala Met Arg Lys His Leu His Thr His Gly Pro Arg 
305 310 315 320 



Val His Val Cys Ala Glu Cys Gly Lys Ala Phe Val Glu Ser Ser Lys 
325 330 335 



Leu Lys Arg His Gin Leu Val His Thr Gly Glu Lys Pro Phe Gin Cys 
340 345 350 



Thr Phe Glu Gly Cys Gly Lys Arg Phe Ser Leu Asp Phe Asn Leu Arg 
355 360 365 



Thr His Val Arg lie His Thr Gly Asp Arg Pro Tyr Val Cys Pro Phe 
370 375 380 



Asp Gly Cys Asn Lys Lys Phe Ala Gin Ser Thr Asn Leu Lys Ser His 
385 390 395 400 



lie Leu Thr His Ala Lys Ala Lys Asn Asn Gin 
405 410 



<210> 3 

<211> 2256 

<212> DNA 

<213> Rattus norv. 

<220> 

<221> CDS 

<222> (73) . . (1125) 

<223> YYl (SHR) 



<220> 

<221> misc_f eature 

<222> (1759) . . (1917) 

<223> Zinc finger 



<220> 

<221> misc_f eature 

<222> (955) . . (1125) 

<223> Zinc finger 



<220> 

<221> Intron 

<222> (1126) . . (1758) 

<223> 



<220> 

<221> promoter 
<222> (1) . . (72) 
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<223> 



<220> 

<221> CDS 

<222> (1759) . . (1938) 

<223> YYl (SHR) 



<400> 3 

ccgcctcctc gcccgccctc ccgcagccca ggagccgagg ctgccgcggc cgtggcggcg 60 

gagccctcag cc atg gcc teg gge gae aec etc tae att gee aeg gae ggc 111 
Met Ala Ser Gly Asp Thr Leu Tyr He Ala Thr Asp Gly 
15 10 

teg gag atg cca gcc gag ate gtg gaa ctg cat gag att gag gtg gag 159 
Ser Glu Met Pro Ala Glu He Val Glu Leu His Glu He Glu Val Glu 
15 20 25 

ace ate ccg gtg gag act ate gag ace aeg gtg gtg ggc gag gag gag 207 
Thr He Pro Val Glu Thr He Glu Thr Thr Val Val Gly Glu Glu Glu 
30 35 40 45 

gae gac gac gaa gac gac gag gat ggt ggc ggc gga gac cac ggt ggc 255 
Asp Asp Asp Glu Asp Asp Glu Asp Gly Gly Gly Gly Asp His Gly Gly 
50 55 60 

999 99c ggc cac ggg cac get ggc cac cac cat cac cac cac cac cac 303 
Gly Gly Gly His Gly His Ala Gly His His His His His His His His 
65 70 75 

cac cac ccg cec atg ate gcg ctg cag ccg ctg gtc acc gac gac ccg 351 
His His Pro Pro Met He Ala Leu Gin Pro Leu Val Thr Asp Asp Pro 
80 85 90 

acc caa gtg cac cac cac caa gag gtg att ctg gtg cag aeg cgc gag 399 
Thr Gin Val His His His Gin Glu Val He Leu Val Gin Thr Arg Glu 
95 100 105 

gag gta gtg ggt gge gac gae teg gac ggg ctg ege gee gag gae ggg 4 47 

Glu Val Val Gly Gly Asp Asp Ser Asp Gly Leu Arg Ala Glu Asp Gly 
110 115 120 125 

tte gag gae cag ate etc att ccg gta cec gcg ccg gcc ggc gga gac 4 95 

Phe Glu Asp Gin He Leu He Pro Val Pro Ala Pro Ala Gly Gly Asp 
130 135 140 

gac gac tac ate gag cag aeg ctg gtc acc gtg gcg gcg gcc ggc aag 543 
Asp Asp Tyr He Glu Gin Thr Leu Val Thr Val Ala Ala Ala Gly Lys 
145 150 155 

age ggt ggc ggg tet teg teg ggc ggc ggc cgc gtt aag aag ggc ggc 591 
Ser Gly Gly Gly Ser Ser Ser Gly Gly Gly Arg Val Lys Lys Gly Gly 
160 165 170 



ggc aag aag agt gge aag aag agt tae ctg ggc age ggg gcc ggc gcg 639 
Gly Lys Lys Ser Gly Lys Lys Ser Tyr Leu Gly Ser Gly Ala Gly Ala 
175 180 185 
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gcg ggc ggt ggc ggc gcc gac ccg ggt aat aag aag tgg gaa cag aag 687 
Ala Gly Gly Gly Gly Ala Asp Pro Gly Asn Lys Lys Trp Glu Gin Lys 
190 195 200 205 

cag gtg cag ate aag acc ctg gag ggc gag ttc teg gtc acc atg tgg 735 
Gin Val Gin lie Lys Thr Leu Glu Gly Glu Phe Ser Val Thr Met Trp 
210 215 220 

tct tea gat gaa aaa aaa gat att gac cat gaa aca gtg gtt gaa gag 783 
Ser Ser Asp Glu Lys Lys Asp lie Asp His Glu Thr Val Val Glu Glu 
225 230 235 

cag ate att ggg gag aac tea cct ect gat tat tct gaa tat atg aca 831 
Gin lie lie Gly Glu Asn Ser Pro Pro Asp Tyr Ser Glu Tyr Met Thr 
240 245 250 

ggc aag aaa etc ect cet gga ggg ata eet ggc att gac etc tea gac 879 
Gly Lys Lys Leu Pro Pro Gly Gly lie Pro Gly lie Asp Leu Ser Asp 
255 260 265 

cec aag caa ctg gea gaa ttt gcc aga atg aag cea aga aaa att aaa 927 
Pro Lys Gin Leu Ala Glu Phe Ala Arg Met Lys Pro Arg Lys lie Lys 
270 275 280 285 

gaa gat gat get cea aga aca ata get tge cct cat aaa ggc tgc aca 975 
Glu Asp Asp Ala Pro Arg Thr lie Ala Cys Pro His Lys Gly Cys Thr 
290 295 300 

aag agg ttc agg gat aac tct get atg aaa aag eat ctg cae ace cac 1023 
Lys Arg Phe Arg Asp Asn Ser Ala Met Lys Lys His Leu His Thr His 
305 310 315 

ggt cec aga gtc cac gtc tgt gea gaa tgt ggc aaa gcg ttc gtt gag 1071 
Gly Pro Arg Val His Val Cys Ala Glu Cys Gly Lys Ala Phe Val Glu 
320 325 330 

age tea aag eta aaa ega cac cag ctg gtt eat act gga gaa aag cec 1119 
Ser Ser Lys Leu Lys Arg His Gin Leu Val His Thr Gly Glu Lys Pro 
335 340 345 

ttt cag gtagagccag ttcetgttcc ccaaactgca agctagggtg ctggtcaggg 1175 

Phe Gin 

350 

1235 
1295 
1355 
1415 
1475 
1535 
1595 
1655 



tggttgatat 


caagcactat 


ggggcaccgg 


ttggggtatt 


ttattcecat 


ccetcctgtc 


tgcttgggtt 


cctggttact 


getcgggact 


gcaggtgtta 


cagatggggg 


tggagggatt 


atgcgaagca 


cccccacact 


aaatttctag 


caggtttaca 


aaaactcaac 


agttttgttt 


tgtagtgagt 


agtgtgttga 


attactgata 


gagtgcttat 


aagtgctgtt 


ggctacagct 


ceaggtgaca 


cttggtgctg 


ettatagaag 


acaegtgagt 


tgaeagttgg 


eateaetaaa 


tatcttaate 


atctgtagtc 


tacttcctag 


agtgtctctg 


aaaacactea 


agctgtaaat 


ttgcactcag 


cacagccctt 


ctgtttctca 


agaactagcc 


atgggttgtt 


agtatcagag 


atcccagtgt 


gtcagttcta 


aaataccctc 


acaagggttc 


cagacgagga 


aggaggcctg 
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ctcagcagaa tagtaggtgg tttccatcta agcagtgagc catcgatccc caggttctgg 1715 

tctcatttgc caagagggtt gatatctggt ttttccttga cag tgc aca ttc gaa 1770 

Cys Thr Phe Glu 
355 

ggc tgc ggg aag cgc ttt tea ctg gac ttc aat ttg cgc acg cat gtg 1818 
Gly Cys Gly Lys Arg Phe Ser Leu Asp Phe Asn Leu Arg Thr His Val 
360 365 370 

cga ate cat acc gga gac agg ccc tat gtg tgc ccc ttc gac ggt tgt 1866 
Arg lie His Thr Gly Asp Arg Pro Tyr Val Cys Pro Phe Asp Gly Cys 
375 380 385 

aat aag aag ttt get cag tea act aac ctg aaa tet cac ate tta aca 1914 
Asn Lys Lys Phe Ala Gin Ser Thr Asn Leu Lys Ser His lie Leu Thr 
390 395 400 

cac get aaa gee aaa aac aac cag tgaaaagaag agagaagace ttetegaccc 1968 
His Ala Lys Ala Lys Asn Asn Gin 
405 410 

cgggaagcct cttcaggagt gtgattggga ataaatatgc ctctcctttg tatattattt 2028 

etaggaagaa ttttaaaaat gaatcctaca caettaaggg acatgttttg ataaagtagt 2088 

aaaaatttaa aaaaataett taataagatg acattgetaa gatgetctat cttgetctgt 2148 

aatetcgttt caaaaacaag gtgtttttgt aaagtgtggt eccaaeagga ggacaattea 2208 

tgaacttege ateaaaagae aattctttat acaacagtgc taaaaatg 2256 

<210> 4 

<211> 411 

<212> PRT 

<213> Rattus norv. 

<220> 

<221> misc_f eature 

<222> (1759) . . (1917) 

<223> Zinc finger 

<220> 

<221> misc_feature 

<222> (955) . . (1125) 

<223> Zinc finger 

<400> 4 

Met Ala Ser Gly Asp Thr Leu Tyr lie Ala Thr Asp Gly Ser Glu Met 
15 10 15 



Pro Ala Glu lie Val Glu Leu His Glu lie Glu Val Glu Thr lie Pro 
20 25 30 



Val Glu Thr lie Glu Thr Thr Val Val Gly Glu Glu Glu Asp Asp Asp 
35 40 45 
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Glu Asp Asp Glu Asp Gly Gly Gly Gly Asp His Gly Gly Gly Gly Gly 
50 55 60 



His Gly His Ala Gly His His His His His His His His His His Pro 
65 70 75 80 



Pro Met lie Ala Leu Gin Pro Leu Val Thr Asp Asp Pro Thr Gin Val 
85 90 95 



His His His Gin Glu Val lie Leu Val Gin Thr Arg Glu Glu Val Val 
100 105 110 



Gly Gly Asp Asp Ser Asp Gly Leu Arg Ala Glu Asp Gly Phe Glu Asp 
115 120 125 



Gin lie Leu lie Pro Val Pro Ala Pro Ala Gly Gly Asp Asp Asp Tyr 
130 135 140 



lie Glu Gin Thr Leu Val Thr Val Ala Ala Ala Gly Lys Ser Gly Gly 
145 150 155 160 



Gly Ser Ser Ser Gly Gly Gly Arg Val Lys Lys Gly Gly Gly Lys Lys 
165 170 175 



Ser Gly Lys Lys Ser Tyr Leu Gly Ser Gly Ala Gly Ala Ala Gly Gly 
180 185 190 



Gly Gly Ala Asp Pro Gly Asn Lys Lys Trp Glu Gin Lys Gin Val Gin 
195 200 205 



lie Lys Thr Leu Glu Gly Glu Phe Ser Val Thr Met Trp Ser Ser Asp 
210 215 220 



Glu Lys Lys Asp lie Asp His Glu Thr Val Val Glu Glu Gin lie lie 
225 230 235 240 



Gly Glu Asn Ser Pro Pro Asp Tyr Ser Glu Tyr Met Thr Gly Lys Lys 
245 250 255 



Leu Pro Pro Gly Gly lie Pro Gly lie Asp Leu Ser Asp Pro Lys Gin 
260 265 270 



Leu Ala Glu Phe Ala Arg Met Lys Pro Arg Lys lie Lys Glu Asp Asp 
275 280 285 
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Ala Pro Arg Thr lie Ala Cys Pro His Lys Gly Cys Thr Lys Arg Phe 
290 295 300 



Arg Asp Asn Ser Ala Met Lys Lys His Leu His Thr His Gly Pro Arg 
305 310 315 320 



Val His Val Cys Ala Glu Cys Gly Lys Ala Phe Val Glu Ser Ser Lys 
325 330 335 



Leu Lys Arg His Gin Leu Val His Thr Gly Glu Lys Pro Phe Gin Cys 
340 345 350 



Thr Phe Glu Gly Cys Gly Lys Arg Phe Ser Leu Asp Phe Asn Leu Arg 
355 360 365 



Thr His Val Arg lie His Thr Gly Asp Arg Pro Tyr Val Cys Pro Phe 
370 375 380 



Asp Gly Cys Asn Lys Lys Phe Ala Gin Ser Thr Asn Leu Lys Ser His 
385 390 395 400 



lie Leu Thr His Ala Lys Ala Lys Asn Asn Gin 
405 410 



<210> 5 

<211> 1600 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (43) . . (1284) 

<223> YYl (Human) 

<400> 5 

gaattcggca cgagggcggc cgtggcggcg gagccctcag cc atg gcc teg ggc 54 

Met Ala Ser Gly 
1 

gac acc etc tae ate gcc acg gac ggc teg gag atg eeg gee gag ate 102 
Asp Thr Leu Tyr lie Ala Thr Asp Gly Ser Glu Met Pro Ala Glu lie 
5 10 15 20 

gtg gag ctg cat gag ate gag gtg gag acc ate ccg gtg gag acc ate 150 
Val Glu Leu His Glu lie Glu Val Glu Thr lie Pro Val Glu Thr lie 
25 30 35 
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gag acc acg 
Glu Thr Thr 



gac ggc ggc 
Asp Gly Gly 
55 

gcc ggc cac 
Ala Gly His 
70 

atg ate gcg 
Met lie Ala 
85 

cac etc cag 
His Leu Gin 



ggg gac gac 
Gly Asp Asp 



ate etc ate 
lie Leu lie 
135 

gag cag acg 
Glu Gin Thr 
150 

gcc teg teg 
Ala Ser Ser 
165 

ggc aag aag 
Gly Lys Lys 



ggc gcc gac 
Gly Ala Asp 



aag acc ctg 
Lys Thr Leu 
215 

aaa aaa gat 
Lys Lys Asp 
230 

gag aac tea 
Glu Asn Ser 
245 

cet cet gga 
Pro Pro Gly 



gtg gtg ggc 
Val Val Gly 
40 

ggc ggc gac 
Gly Gly Asp 



cac cat cac 
His His His 



ctg gag ccg 
Leu Glu Pro 
90 

gag gtg ate 
Glu Val He 
105 

teg gac ggg 
Ser Asp Gly 
120 

ccg gtg cec 
Pro Val Pro 



ctg gtc acc 
Leu Val Thr 



ggc ggc ggt 
Gly Gly Gly 
170 

agt tac ctg 
Ser Tyr Leu 
185 

ccg ggg aat 
Pro Gly Asn 
200 

gag ggc gag 
Glu Gly Glu 



att gac cat 
He Asp His 



cet cet gat 
Pro Pro Asp 
250 

ggg ata cet 
Gly He Pro 
265 



gag gag gag 
Glu Glu Glu 
45 

cac ggc ggc 
His Gly Gly 
60 

cac cac cac 
His His His 
75 

ctg gtg acg 
Leu Val Thr 



ctg gtg cag 
Leu Val Gin 



ctg cgc gcc 
Leu Arg Ala 
125 

gcg ccg gcc 
Ala Pro Ala 
140 

gtg gcg gcg 
Val Ala Ala 
155 

cgc gtg aag 
Arg Val Lys 



ggc ggc ggg 
Gly Gly Gly 



aag aag tgg 
Lys Lys Trp 
205 

tec teg gtc 
Ser Ser Val 
220 

gaa aca gtg 
Glu Thr Val 
235 

tat tct gaa 
Tyr Ser Glu 



ggc att gac 
Gly He Asp 



gag gag gac 
Glu Glu Asp 



ggc ggg ggc 
Gly Gly Gly 



cac cac cac 
His His His 
80 

gac gac ccg 
Asp Asp Pro 
95 

acg cgc gag 
Thr Arg Glu 
110 

gag gac ggc 
Glu Asp Gly 



ggc ggc gac 
Gly Gly Asp 



gee ggc aag 
Ala Gly Lys 
160 

aag ggc ggc 
Lys Gly Gly 
175 

gcc ggc gcg 
Ala Gly Ala 
190 

gag cag aag 
Glu Gin Lys 



ace atg tgg 
Thr Met Trp 



gtt gaa gag 
Val Glu Glu 
240 

tat atg aca 
Tyr Met Thr 
255 

etc tea gac 
Leu Ser Asp 
270 



gac gac gac 
Asp Asp Asp 
50 

ggc cac ggg 
Gly His Gly 
65 

cac cac ccg 
His His Pro 



ace caa gtg 
Thr Gin Val 



gag gtc gtc 
Glu Val Val 
115 

ttc gag gac 
Phe Glu Asp 
130 

gac gac tac 
Asp Asp Tyr 
145 

age ggc ggc 
Ser Gly Gly 



ggc aag aag 
Gly Lys Lys 



gcg ggc ggc 
Ala Gly Gly 
195 

cag gtg cag 
Gin Val Gin 
210 

tec teg gat 
Ser Ser Asp 
225 

cag ate att 
Gin He He 



ggc aag aaa 
Gly Lys Lys 



cet aag caa 
Pro Lys Gin 
275 



gag 198 
Glu 



cac 246 
His 



ccc 294 
Pro 



cac 342 

His 

100 

ggg 390 
Gly 



gag 438 
Glu 



ata 486 
He 



ggg 534 
Gly 



age 582 

Ser 

180 

ggc 630 
Gly 



ate 678 
He 



gaa 726 
Glu 



gga 774 
Gly 



etc 822 

Leu 

260 

ctg 870 
Leu 



Ill 



gca gaa ttt gcc aga atg aag cca aga aaa att aaa gaa gat gat get 918 
Ala Glu Phe Ala Arg Met Lys Pro Arg Lys lie Lys Glu Asp Asp Ala 
280 285 290 

cca aga aca ata get tgc eet cat aaa ggc tgc aca aag atg tte agg 966 
Pro Arg Thr lie Ala Cys Pro His Lys Gly Cys Thr Lys Met Phe Arg 
295 300 305 

gat aae tct get atg aga aag cat ctg cac aec cac ggt ccc aga gte 1014 
Asp Asn Ser Ala Met Arg Lys His Leu His Thr His Gly Pro Arg Val 
310 315 320 

cac gtc tgt gca gag tgt ggc aaa gcg tte gtt gag age tea aag eta 1062 
His Val Cys Ala Glu Cys Gly Lys Ala Phe Val Glu Ser Ser Lys Leu 
325 330 335 340 

aaa cga cac cag ctg gtt cat act gga gaa aag ccc ttt cag tgc aca 1110 
Lys Arg His Gin Leu Val His Thr Gly Glu Lys Pro Phe Gin Cys Thr 
345 350 355 

tte gaa ggc tgc ggg aag cgc ttt tea ctg gae tte aat ttg cgc aca 1158 
Phe Glu Gly Cys Gly Lys Arg Phe Ser Leu Asp Phe Asn Leu Arg Thr 
360 365 370 

cat gtg gga ate eat ace gga gac agg ccc tat gtg tgc ccc tte gae 1206 
His Val Gly lie His Thr Gly Asp Arg Pro Tyr Val Cys Pro Phe Asp 
375 380 385 

ggt tgt aat aag aag ttt get cag tea act aae ctg aaa tct cac ate 1254 
Gly Cys Asn Lys Lys Phe Ala Gin Ser Thr Asn Leu Lys Ser His lie 
390 395 400 

tta aca cac get aaa gcc aaa aae aac cag tgaaaagaag agagaagaec 1304 
Leu Thr His Ala Lys Ala Lys Asn Asn Gin 
405 410 

ttetegacec gggaagcete ttcaggagtg agattgggaa taaatatgee tetcetttgt 1364 

atattattte taggaagaat tttaaaaatg aatectaeae aettaaggga catgttttga 1424 

taaagtagta aaaatttaaa aaataettta ataagatgae attgctaaga tgctatatet 1484 

tgctctgtaa tctcgtttca aaaacaaggt gtttttgtaa agtgtggtcc caacaggagg 1544 

acaattcatg aacttcgeat eaaaagacaa ttetttatae aacagtgeta aaaatg 1600 



<210> 6 

<211> 414 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Ala Ser Gly Asp Thr Leu Tyr lie Ala Thr Asp Gly Ser Glu Met 
15 10 15 



Pro Ala Glu He Val Glu Leu His Glu He Glu Val Glu Thr He Pro 
20 25 30 
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Val Glu Thr lie Glu Thr Thr Val Val Gly Glu Glu Glu Glu Glu Asp 
35 40 45 



Asp Asp Asp Glu Asp Gly Gly Gly Gly Asp His Gly Gly Gly Gly Gly 
50 55 60 



Gly His Gly His Ala Gly His His His His His His His His His His 
65 70 75 80 



His His Pro Pro Met lie Ala Leu Glu Pro Leu Val Thr Asp Asp Pro 
85 90 95 



Thr Gin Val His His Leu Gin Glu Val lie Leu Val Gin Thr Arg Glu 
100 105 110 



Glu Val Val Gly Gly Asp Asp Ser Asp Gly Leu Arg Ala Glu Asp Gly 
115 120 125 



Phe Glu Asp Glu lie Leu lie Pro Val Pro Ala Pro Ala Gly Gly Asp 
130 135 140 



Asp Asp Tyr lie Glu Gin Thr Leu Val Thr Val Ala Ala Ala Gly Lys 
145 150 155 160 



Ser Gly Gly Gly Ala Ser Ser Gly Gly Gly Arg Val Lys Lys Gly Gly 
165 170 175 



Gly Lys Lys Ser Gly Lys Lys Ser Tyr Leu Gly Gly Gly Ala Gly Ala 
180 185 190 



Ala Gly Gly Gly Gly Ala Asp Pro Gly Asn Lys Lys Trp Glu Gin Lys 
195 200 205 



Gin Val Gin lie Lys Thr Leu Glu Gly Glu Ser Ser Val Thr Met Trp 
210 215 220 



Ser Ser Asp Glu Lys Lys Asp lie Asp His Glu Thr Val Val Glu Glu 
225 230 235 240 



Gin lie lie Gly Glu Asn Ser Pro Pro Asp Tyr Ser Glu Tyr Met Thr 
245 250 255 



Gly Lys Lys Leu Pro Pro Gly Gly lie Pro Gly lie Asp Leu Ser Asp 
260 265 270 
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Pro Lys Gin Leu Ala Glu Phe Ala Arg Met Lys Pro Arg Lys lie Lys 
275 280 285 



Glu Asp Asp Ala Pro Arg Thr lie Ala Cys Pro His Lys Gly Cys Thr 
290 295 300 



Lys Met Phe Arg Asp Asn Ser Ala Met Arg Lys His Leu His Thr His 
305 310 315 320 



Gly Pro Arg Val His Val Cys Ala Glu Cys Gly Lys Ala Phe Val Glu 
325 330 335 



Ser Ser Lys Leu Lys Arg His Gin Leu Val His Thr Gly Glu Lys Pro 
340 345 350 



Phe Gin Cys Thr Phe Glu Gly Cys Gly Lys Arg Phe Ser Leu Asp Phe 
355 360 365 



Asn Leu Arg Thr His Val Gly lie His Thr Gly Asp Arg Pro Tyr Val 
370 375 380 



Cys Pro Phe Asp Gly Cys Asn Lys Lys Phe Ala Gin Ser Thr Asn Leu 
385 390 395 400 



Lys Ser His lie Leu Thr His Ala Lys Ala Lys Asn Asn Gin 
405 410 



<210> 7 

<211> 1080 

<212> DNA 

<213> Rattus norv. 

<22Q> 

<221> CDS 



<222> (883) . . (894) 

<223> Shortened zinc finger (BB.6S) 



<220> 

<221> CDS 

<222> (898) . . (1056) 

<223> Shortened zinc finger (BB.6S) 



<400> 7 

atggcctcgg gcgacaccct ctacattgcc acggacggct cggagatgcc agccgagatc 



gtggaactgc atgagattga ggtggagacc atcccggtgg agactatcga gaccacggtg 
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gtgggcgagg 


aggaggacga 


cgacgaagac 


gacgaggatg 


gtggcggcgg 


agaccacggt 


180 


ggcgggggcg 


gccacgggca 


cgctggccac 


caccatcacc 


accaccacca 


ccaccacccg 


240 


cccatgatcg 


cgctgcagcc 


gctggtcacc 


gacgacccga 


cccaagtgca 


ccaccaccaa 


300 


gaggtgattc 


tggtgcagac 


gcgcgaggag 


gtagtgggtg 


gcgacgactc 


ggacgggctg 


360 


cgcgccgagg 


acgggttcga 


ggaccagatc 


ctcattccgg 


tacccgcgcc 


ggccggcgga 


420 


gacgacgact 


acatcgagca 


gacgctggtc 


accgtggcgg 


cggccggcaa 


gagcggtggc 


480 


gggtcttcgt 


cgggcggcgg 


ccgcgttaag 


aagggcggcg 


gcaagaagag 


cggcaagaag 


540 


agttacctgg 


gcagcggggc 


cggcgcggcg 


ggcggtggcg 


gcgccgaccc 


gggtaataag 


600 


aagtgggaac 


agaagcaggt 


gcagatcaag 


accctggagg 


gcgagttctc 


ggtcaccatg 


660 


tggtcttcag 


atgaaaaaaa 


agatattgac 


catgaaacag 


tggttgaaga 


gcagatcatt 


720 


ggggagaact 


cacctcctga 


ttattctgaa 


tatatgacag 


gcaagaaact 


ccctcctgga 


780 


gggatacctg 


gcattgacct 


ctcagacccc 


aagcaactgg 


cagaatttgc 


cagaatgaag 


840 


ccaagaaaaa 


ttaaagaaga 


tgatgctcca 


agaacaatag 


ct tgc cct 
Cys Pro 


cat aaa 
His Lys 


894 



cag tgc aca ttc gaa ggc tgc ggg aag cgc ttt tea ctg gac ttc aat 942 

Cys Thr Phe Glu Gly Cys Gly Lys Arg Phe Ser Leu Asp Phe Asn 

5 10 15 

ttg cgc acg cat gtg cga ate cat acc gga gac agg ccc tat gtg tgc 990 

Leu Arg Thr His Val Arg lie His Thr Gly Asp Arg Pro Tyr Val Cys 
20 25 30 35 

ccc ttc gac ggt tgt aat aag aag ttt get cag tea act aac ctg aaa 1038 

Pro Phe Asp Gly Cys Asn Lys Lys Phe Ala Gin Ser Thr Asn Leu Lys 
40 45 50 

tct cac ate tta aca cac gctaaageca aaaaeaacea gtga 1080 
Ser His lie Leu Thr His 
55 



<210> 8 

<211> 57 

<212> PRT 

<213> Rattus norv. 



<400> 8 



Cys Pro His Lys Cys Thr Phe Glu Gly Cys Gly Lys Arg Phe Ser Leu 
15 10 15 
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Asp Phe Asn Leu Arg Thr His Val Arg He His Thr Gly Asp Arg Pro 
20 25 30 



Tyr Val Cys Pro Phe Asp Gly Cys Asn Lys Lys Phe Ala Gin Ser Thr 
35 40 45 



Asn Leu Lys Ser His He Leu Thr His 
50 55 



